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Role of promoter of cyclin B1 in regulation of cyclin B1 protein in HeL.a cells
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Abstract: Objective To investigate the activity of cyclin B1 promoter in different cell cycle of Hela cells
and to explore its regulation role on cyclin Bl protein. Methods The cyclin B1 promoter of Hela cells was
obtained by PCR amplification, and then the PCR product was inserted into the plasmid of pGL3 promoter vec-
tor by recombination to construct the plasmid of pGL3/cyclin B1 promoter. Hel.a cells were synchronized in G, ,
S, G,/M phase by hydroxyurea (HU) , which was then identified by flow cytometry. The plasmid of pGL3/cyc-
lin B1 promoter was transiently transfected into Hel.a cells. The dual luciferase assay was performed in the He-
La cells at G,, S, or G,/M phase for the promoter activity. Results The activity of cyclin Bl promoter was
highest in G, phase, decreased in S phase, and was medium in G,/M phase. Conclusion The activity of cyc-

lin Bl promoter is different from the expression of cyclin Bl protein in the cell cycles of Hela cells.
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TCGAGGATCTAGAGAGAATCTGAGCAAA-3'; /& L%k 5"-ATA-
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BBk,

S b e
I K¢
SV40 3 000 bE—»
pGL3 2 000 bp—

1 500 bp—

cyclin B I 1 000 bp—]
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2 H berthold reporter gene assays {S 25K i, F& 45 7E U B - ik
17, S XTI, #6920 h 5, iNA HU,24 h 533545, 7%
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Immunoprecipitation ChIP) 3 #ff & §iF 3 — 4~ ELA 41 16
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